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EMPLOYMENT

National Coordinator Finland EATRIS

EATRIS European Research Infrastructure for Translational Medicine
09/2014- present

Co-Chair EATRIS Biomarker Platform

Chair, EATRIS Quality Initiative

Project Director — Biomarkers and Molecular Diagnostics
Institute for Molecular Medicine Finland
09/2014-present

Manager, Bioinformatics
Australian Genome Research Facility (AGRF); Melbourne, Australia
05/2011 until 01/2013

BM Expert-Computational biologist, Novartis AG, Basel, Switzerland,
Immunology/Transplantation/Autoimmune Diseases; International Project Team Manager
Biomarker Development/Integrative Expression Profiling;

09/2004 until 07/2007

Computational biologist, Novartis Research Foundation, Switzerland, Biomarker
Development/Integrative Expression Profiling, Group of S.D. Chibout MD, PhD,
06/2003 to 08/2004

Postdoctoral Associate, Novartis Pharma AG, Switzerland, Transplantation & Immunology
BU Molecular Biology Group, Laboratory of F. Raulf, Ph.D.,
03/2000 to 05/2003

COMPANY

Founder/CEO of « Spheromics », a service provider for
* scientific writing,
* biomarker development consultancy
* —omics data analysis training;
09/2007 until present



EDUCATION

* Postdoctoral Associate, University of Texas, Dallas, TX, USA, Southwestern Medical Center
(UTSW), Center for Developmental Biology and the Center for Oncology, Laboratory of J. M.
Graff, Assistant Professor, 07/1997 to 08/1999

* Ph.D., Molecular Biology, Max-Planck-Institute for Imnmunobiology, Germany, Department for
Developmental Biology, Laboratory of R. Kemler, Professor, 1997
PhD thesis: Cadherins and Catenins in the early development of the zebrafish Danio rerio

* Master of Science, Genetics, University of Cologne, Germany, and Max-Planck-Institute for

Immunobiology, Germany Department for Immunology, Laboratory of M. Reth, Professor, 1992
Diploma thesis: Analysis of the genomic murine Igk-RS region by cloning and exon trapping.

EDITOR/REVIEWER

* Advisory Board Member of Open Access Bioinformatics, since 2012

* Editorial Board Member of World Journal of Transplantation, since 2012
* Cancer letters, 2012-present

* Nephrology, Dialysis, Transplantation, 2009-present

* Biotechniques, 2003 to 2004

* Occasional reviewer for other journals

PROFESSIONAL AFFILIATIONS

Scholarly Societies

* International Society for Computational Biology (ISCB)

* The Transplantation Society (TTS)

* European Renal Association (ERA)

* American Society for Cell Biology (ASCB)

* Society for Developmental Biology (SDB)

* Australasian Microarray and Related Technologies Association (AMATA)
o Executive committee member 2011 -2013

* European Medical Writer Association (EMWA)
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Refereed Publications
(a) Journals

1)

2)

3)

4)

5)

6)

7)

8)

9)

Aittokallio T, Scherer A, Poutanen M, and Freedman L. “Matched preclinical designs for improved
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McMaster WR, Ng RT “.MDQC: a new quality assessment method for microarrays based on quality
control reports.” Bioinformatics. 2007 Dec 1;23(23):3162-9. Epub 2007 Oct 12
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Scherer A., and Graff J. M. “Calmodulin Differentially Modulates Smadl and Smad2 Signaling”, 40th Annual
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Scherer A. Biomarkers- Discovery, Validation, and Commercialization. International Workshop, Palermo,
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Scherer A. Introduction to Gene Expression Profiling for Biomarker Discovery. Renal Research Workshop,
Dunedin, Otago, 11/2012.
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“Batch effects and Noise in Microarray Experiments: Sources and Solutions”, Andreas Scherer (Editor), John
Wiley and Sons, 2009, ISBN: 978-0-470-74138-2

Book Chapters

“Impact of Experimental Noise and Annotation Imprecision on Data Quality in Microarray Experiments”,
authors: Andreas Scherer, Fan Meng, Manhong Dai, in “Statistical Methods for Microarray Experiments”,
2013, pp. 155-176, Springer Protocols, Methods in Molecular Biology, Humana Press, editor: A. Yakovlev,
L. Klebanov., D. Gaile, ISBN 978 1 60327 336 7

“Variation, Variability, Batches and Bias in Microarray Experiments: An Introduction”, Andreas Scherer, in
“Batch effects and Noise in Microarray Experiments: Sources and Solutions”, Andreas Scherer (Editor),
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Balshaw, Shawna Flynn, Paul Keown, Rob McMaster, and Bruce McManus, in: “Biomarkers in Drug
Development: A Handbook of Practice, Application, and Strategy”; editor Bleavins Michael R., Carini
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¢ “Methods of Diagnosing Rejection of a Kidney Allograft Using Genomic or Proteomic Expression
Profiling”,
Paul Keown, Andreas Scherer, Oliver Gunther, Robert Balshaw, Raymond Ng, Alice Mui, Robert
Mcmaster, Bruce Mcmanus, Freue Gabriela Cohen, Anna Meredith with Biomarkers in Transplantation
Group, UBC, Vancouver, CA;
WO 2009143624 Al; published 2010;
US/30.05.08/USO 129022; Application No/Patent No. 09753385.5 — 1222 PCT/CA2009000744

¢ “Predictive Biomarkers of Chronic Allograft Nephropathy”
Andreas Scherer
WO 2007112999 A2; US 20100022627 Al; published 2007,
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e “Identification of Phospholipase A2 as a Target in Cancer Treatment, with Special Emphasis on Colorectal
Cancer and Its Mechanism of Action”
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WO 2006076414 A3; published 2007,
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¢ “Use of organic compounds for the manufacture of a medicament for use in the treatment of a disease or
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*  “Secreted polypeptide species associated with cardiovascular disorders”
Argoud Guilaine-Puy, Bederr Nassima, Bougueleret Lydie, Isabelle Cusin, Organic Eva, Anne Niknejad,
Papoian Ruben, Reffas Samia, Keith Rose, Saudrais Cedric, Andreas Scherer
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¢ “Secreted Polypeptides and The Use Thereof”
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Croft
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