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Integrating post-genomic approaches as a strategy to advance our understanding of health and disease
Tang, J., Tan, C., Oresic, M. & Vidal-Puig, A., 2009, In: Genome medicine. 1, 3, p. 35 1 p.

Enhanced Bayesian modelling in BAPS software for learning genetic structures of populations
Corander, J., Marttinen, P., Siren, J. & Tang, J., 2008, In: BMC Bioinformatics. 9, 14 p.

Bayesian analysis of population structure based on linked molecular information
Corander, J. & Tang, J., 2007, In: Mathematical Biosciences. 205, 1, p. 19-31 13 p.

T-BAPS: A bayesian statistical tool for comparison of microbial communities using terminal-restriction fragment length
polymorphism (T-RFLP) data

Tang, J., Tao, J., Urakawa, H. & Corander, J., 2007, In: Statistical applications in genetics and molecular biology. 6, 1, p.
Article 30 20 p.

Projects

Cancer society of Finland - Individualized drug target combinations: prediction, testing and translation
Tang, J. (Project manager), Aittokallio, T. (Project manager) & Wennerberg, K. (Project manager)
01/01/2015 —» 31/12/2016

DrugComb: ERC Starting Grant: Informatics approaches for the rational selection of personalized cancer drug
combinations

Tang, J. (Project manager)

01/06/2017 - 31/05/2022

EU/RIA Infra/Eatris-Connect/101130349

Scherer, A. (Project manager), Tang, J. (Project manager) & Eriksson (née Soikkeli), J. T. (Participant)
European Commission

01/05/2024 - 30/04/2027

EU/RIA/Tang J_DTRIP4H_HORIZON_101188432
Andressoo, J.-O. (Project manager), Tang, J. (Project manager), Bao, J. (Participant), Mirzaie, M. (Participant) &
Schorling, T. (Participant)



European Commission — Joint Research Centre, European Commission
01/01/2025 - 31/12/2028

Juselius 2024-25_Tang Jing

Tang, J. (Project manager), Dai, Y. (Participant) & Zhang, H. (Participant)
Sigrid Juséliuksen Saatié @003701165704@

01/05/2024 - 30/04/2026

Network pharmacological modeling and drug screening of invasive functional genes in papillary thyroid carcinoma
Tang, J. (Project manager)

Suomen Akatemia Projektilaskutus

01/03/2023 - 28/02/2025

Personalizing health and care - creating medically-driven integrative bioinformatics applications focused on oncology, CNS
disorders and their comorbidities

Aittokallio, T. (Principal Investigator) & Tang, J. (Project manager)

01/05/2015 — 30/04/2017

Prediction of biological effects of drugs based on artificial intelligence
Tang, J. (Project manager)

Academy of Finland

01/03/2024 - 28/02/2026

Prediction of synergistic anticancer drug combinations and their potential side-effects by integrating transcriptional and
pharmacological data

Tang, J. (Project manager), Kibble, M. M. (Project manager) & Aittokallio, T. (Project manager)

01/01/2013 - 31/12/2013

ReSisTrace: Resistentteja syopasoluja jaljittden ladkeyhdistelmien rationaaliseen suunnitteluun
Tang, J. (Project manager), Bao, J. (Participant), Gao, L. (Participant) & Zhang, H. (Participant)
Academy of Finland

01/09/2022 - 31/08/2026

CONTROL: Synthetic controllability of biological networks through understanding and engineering their control elements
Aittokallio, T. (Principal Investigator) & Tang, J. (Project manager)
01/09/2013 - 31/08/2017

Syopasaatié 2025_Tang Jing

Tang, J. (Project manager) & Dai, Y. (Participant)
Sydpasaatio sr Cancerstiftelsen sr

01/01/2025 - 31/12/2025

Activities
European Bioinformatics Institute

Tang, J. (Visiting researcher)
1 Dec 2013 -~ 13 Dec 2013

European Bioinformatics Institute
Tang, J. (Visiting researcher)
1 Oct 2013 > 9 Oct 2013

Blavatnik School of Computer Science, Tel-Aviv University
Tang, J. (Visiting researcher)
1 Nov 2009 - 1 Dec 2009






